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The Transcriptive Expression and Clinical Significance of nm23H Gene in Human Breast Carcinoma with RT-
PCR Method YIJifqunI, FANG Yan', YANGXiaofmingz, ZENGBohang3. (I. Cancer Centers Sun Y at-sen University
of Medical Sciences, Guangzhou 510060, China; 2. Biological and Medical Center, Sun Yat-sen University, Guangzhou
510275, China; 3. Oncology Department, Second A ffiliated Haspital of Guangzhou Medical College, Guangzhou 510260, China)

Abstract. [Objective]l To investigate the expression and clinical significance of nm23H gene in human breast carcinoma, breast
benign tumor and para-carcinoma tissue. [ Methods] A semi-quantitative reverse transcription polymerase chain reaction was per
formed to detect the expressions of nm23H | and nm23H, m RN A in thirty specimens from human breast carcinoma eight from para-
carcinoma tissues night from chronic fibroadenosis and six from fibroadenomas [ Results] DThe nm23 mRNA gene expression in
primary breast cancer tissue with lymph node metastasis was lower than that without lymph node metastasis The nm23H; m RNA
level in stagel and 1T breast cancer was higher than that in stage Il @ Multivariate analysis show ed a significant relationship be-
tween nm23H; mRNA expression and lymph node metastasis @ There was no significant relation between nm23H>m RN A and tu-
mor size; lymph node status TNM stage. hormone receptor and menopausal status @ Various degree of expressions for nm23H; and
nm23H, mRN A could be found in fibroadenoma, para-carcinoma tissue and chronic fibroadenosis [ Conclusion] There is a significant-
ly inverse correlation between nm23H; mRNA and lymph node metastasis nm23H; appears to play a more important role than
nm23H, in breast cancer metastasis
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TATTCATAGACCCA 3, B-actin: 5 CTTCCTG-
GGCATGGAGTCC 3',5" CGCTCAGGAGGAGCA-
ATGAT 3'.
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Table 1 The relation betw een mRNA expression of nm23H

and nm23H; and five clinicopathological factors

Clinicopathological n nm23H; nm23H,
Trizol 100 mg RNA. Lymph node
2 Mg RNA RT-PCR . . + 20 051+049" 1.31+0.55%
94 C130 s 55 °C 356 72 °C 1 min. — 10 0924038 1624073
40 1 5 min. Hormone receptor
Estrogen receptort 17 0 5640 43 % 1.382+0.56 2
PCR Estrogen receptor— 9 Q0 75£0 57 1. 6240. 79
, s Pactin ’ Progestin receptort 16 0 660 542 1.53+0. 552
nm23H;, nm23H,  B-actin nm23H, Progestin receptor— 10 0 5740 38  1.35+0.79
nm23H, 3 Menopausal status
L3 No 18 0 6940 497 1.4540.52%
; LSD ) Yes 12 0 58+0 50 1.3640.77
TNM stage
SPSS : 1.1 18 0874048 1420662
il 12 0324028 1.41%0.59
2 éé’: % Tumor size
21 nm23H; mRNA <2cm 6 0760 467 1.35+0.63%
30 nm23H, >2cm 24 0 59=+0 51 1.410.71
mRNA . om23Hi mRNA Drma w0 e
2 nm23H;  nm23H, m RNA
Table 2 Relationship between nm23H; and nm23H; and clinicopathological factors determined by multivariate analy sis
Clinicopatho nm23H; nmm23H;
logical factor B SE St.B t P B SE St.B t P
Constant 1.22 0.36 3 .37 0 01 1. 61 0 56 2 87 0 01
Lymph node —0.45 0.18 —0.46 —247 0 02 —0 26 0 28 —0.20 —09% 0 36
ER —0.42 0.24 —0.42 —178 0 09 —0 49 0 37 —0.37 —132 0 20
PR 0.38 0. 25 0.38 1L 53 0 14 0 41 0 39 0. 31 L 07 Q0 30
Tumor size —0.16 0.16 —0.19 —103 0 32 0 09 0 25 0.08 Q0 35 073
M enopausal 0. 04 0. 19 0. 04 0 21 0 83 —0 20 0 29 —0.16 —0 68 0 50

ER: estrogen receptor PR: progestin receptor; B: partial regression coefficient;

SE: standard emor; St. B: standardized coefficient
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Table 3 Multiple comparnison of nm23H; mRNA and nm23H,

mRNA in different tissues

nm23H; nm23H,

P P

Chmwnic fibroadenosis 0. 49 0 07

Breast cancer

Breast cancer Fibroadenoma 0 01 072
Breast cancer Para-carcinoma tissue 0 38 0 21
Chronic fibroadenosis Fibroadenoma 0 08 0 10
Chronic fibroadenosis Para-carcinoma tissue 0. 21 0 02
Fibroadenoma Para-carcinoma tissue Q 01 0 52

L J: express two varable respectively
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